Fig. S2: AtMORC3 is likely to be a pseudogene.
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D SALK_043244 homozygous T-DNA insertion in exon 7 of AtMORC3

gMORC3-1 TTGTTGTATGGGGATTGTACTTAATAGTCTCAGGTAATCTTAATTCATCAG

Consensus TTCTTGTATGGGGATTGTACTTAATA
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